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Two Vibrio parahaemolyticus 
isolates underwent metagenomic 

sequencing 
•  Sequenced were VP A/2 & VP A/3. 
•  VP A/2 does not cause AHPND/EMS. 
•  VP A/3 does cause AHPND/EMS. 
•  Primers were designed from the metagenomic 

sequencing data for the extra-chromosomal 
genetic material that was found. 

•  These primers gave the following results: 

3	
  



	
  Vibrio	
  parahaemoly.cus	
  isolates	
  

Samples:	
  
	
  
1.   1	
  Kb	
  marker	
  
2.   13-­‐028	
  A/3-­‐	
  Vietnam	
  
3.   1335-­‐	
  Vietnam	
  
4.   12-­‐297B-­‐	
  Vietnam	
  
5.   13-­‐306D/4-­‐	
  Mexico	
  
6.   13-­‐028	
  A/2-­‐	
  Vietnam	
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Phage	
  found	
  in	
  Vibrio	
  parahaemoly.cus	
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  A/3	
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  was	
  shown	
  to	
  cause	
  EMS/AHPND	
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Screening for Mobile 
Genetic Elements 

Samples:	
  
	
  
1.   1	
  Kb	
  marker	
  
2.   Phage	
  
3.   Con^g	
  32	
  
4.   Con^g	
  52	
  
5.   Con^g	
  73	
  
6.   Con^g	
  89	
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DNA Sequences (“Contigs”) 52 & 89 

•  Contigs 52 & 89 are consistent amplicons present 
among the four AHPND-causing isolates. 

•  A PCR kit may be developed for the VP agent of 
AHPND/EMS based on Contigs 52 &/or 89. 



The UAZ-APL Intention is: 

•  Assign this PCR technique to a company that will 
distribute diagnostic kits to EMS/AHPND affected 
regions that will include: 

• China 
• Vietnam 
• Malaysia 
•  Thailand 
• Mexico 

•  PCR positive broostock or PLs would be 
destroyed or placed on a regime of “approved” 
antibiotics in an attempt to “clear” them of the 
agent of EMS/AHPND. 


